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Directly upload track hub data without needing web storage Example BAM file upload References

Track hub data can now be directly uploaded to UCSC, no longer do you need an institutional web server
or DropBox, Github, etc accounts

e Each user gets 10Gb of storage, with more available upon request

e Files can be uploaded on the track hub connect page, or via the command line program hubtools

Files are stored directly on UCSC servers, optimizing both speed and robustness
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What are track hubs?

Track hubs are collections of remotely accessible data files like bigBed, bigWig, BAM, and VCF, that are described by a text file
that defines how the track data is to be visualized in the Genome Browser. Traditionally, track hubs are hosted at your own
institution or via Cloud Providers like DropBox and Github, and the Genome Browser only downloads the data needed to build
the view for the particular genomic range being viewed. Over time, more visualization features exclusive to track hubs have
been added, making them preferable to custom tracks. To facilitate ease of use, we are committed to providing dedicated
storage for track hubs, up to 10Gb per user, perhaps even more in the future.
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Phenotype and Disease Associations

V2 Features: Edit trackDb configuration directly from user interface
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